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Results and Discussion

https://shigen.nig.ac.jp/
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Table2. PCR amplification results of the centromeric repeat RCS2 in Oryza species
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iIn Nipponbare and wild rice species

revealed by FISH.A: O.sativa cv. Nipponbare B: tetraploid O.alta C: O.australiensis.

No Nipponbare = W1174 W2086 W2104
species O. sativa  O.latifolia O. australiensis O.australiensis QO.brachyantha Q.alta O.brachyantha O.officinalis
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formula Figure 3. Localization of RCS2 and telomeres
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Figure 4. 3D-FISH analysis of RCS2 in elongating root cells of Nipponbare.
Scale bar = 10 um. A:Elonaation zone B:Meristematic zone
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